Experimental Crystal data C 20 H 21 NO 2 M r = 307.38 Orthorhombic, Pbca a = 7.4303 (4) Å b = 15.3567 (6) Å c = 29.6732 (13) Å V = 3385.9 (3) Å 3 Z = 8 Mo K radiation = 0.08 mm À1 T = 292 K 0.22 Â 0.19 Â 0.16 mm Data collection Bruker SMART APEXII areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2008) T min = 0.983, T max = 0.988 16882 measured reflections 4198 independent reflections 2097 reflections with I > 2(I) R int = 0.030
Related literature
For general background to piperidine derivatives, see: Perumal et al. (2001) ; Dimmock et al. (2001) . For asymmetry parameters, see: Nardelli (1983) . For puckering parameters, see: Cremer & Pople (1975) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the synthesis, see: Jeyaraman et al. (1999) . 
Data collection
Bruker SMART APEXII areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2008) T min = 0.983, T max = 0.988 16882 measured reflections 4198 independent reflections 2097 reflections with I > 2(I) R int = 0.030 Refinement R[F 2 > 2(F 2 )] = 0.059 wR(F 2 ) = 0.194 S = 1.02 4198 reflections 213 parameters 25 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.37 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x À 1 2 ; y; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). activities (Perumal et al., 2001; Dimmock et al., 2001) . The crystallographic study of the title compound has been carried out to establish the molecular structure.
In the title molecule ( Fig. 1) , the piperidine ring adopts a distorted boat conformation; the puckering (Cremer & Pople, 1975) and asymmetry parameters (Nardelli, 1983) Atom C6 at (x, y, z) acts as a hydrogen-bond donor to atom O2 of the molecule at (x-1/2, y, 1/2-z) forming a zigzag C(5) chain (Bernstein et al., 1995) running along the a axis, as shown in Fig. 2 .
Experimental
An ice-cold solution of acetic-formic anhydride prepared from acetic anhydride (10 ml) and 85% formic acid (5 ml) was added slowly to a cold solution of r-2,c-6-diphenyl-t-3,t-5-dimethyl piperidin-4-one (1.395 g, 5 mmol) in benzene (30 ml).
The reaction mixture was stirred at room temperature for 5 h. The organic layer was separated, dried over anhydrous Na 2 SO 4 and concentrated. The resulting mass was purified and crystallized from benzene-petroleum ether (333-335 K) in the ratio 1:1 (Jeyaraman et al., 1999) .
Refinement
Atom H7 was located in a difference map and its positional parameters were refined. The remaining H atoms were positioned geometrically (C-H =0.93-0.98 Å, ) and allowed to ride on their parent atoms, with 1.5U eq (C) for methyl and 1.2 U eq (C) for other H atoms. The U ij parameters of atoms O1, C7, C10 and C11 were restrained to an approximate isotropic behaviour. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.0192 (4) 0.2060 (2) 
